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10:00 - 10:15 AM

Welcome

10:15-11:15AM

Overview of online lecture material

9:00-9:30AM

Protein crystallisation

Data collection

9:30-10:00 AM

Collecting good synchrotron data

Software and workflow

11:15-12:30

Synchrotron introduction

10:00-10:30 AM

Data processing

Indexing and integration

9:00-10:30AM

XDS and DIALS

Refinement Tutorial

10:30-11:00 AM Morning Tea 10:30-11:00 AM Morning Tea
11:00-12:30 PM MX3 Beamline Workshop MX2 Beamline Workshop MX1 Beamline Workshop 11:00-12:30 PM MX1 Beamline Workshop MX3 Beamline Workshop MX2 Beamline Workshop

12:30-1:30PM Lunch 12:30-1:30PM Lunch

1:30-2:00PM Planning a fragment screening experiment Processing

2:00-2:30 Space group 1:30-3:00PM Refinement tutorial Refinement tutorial
G .
2:30-3:00 PM [ESETHEEEIG Solution methods
3:00-3:30 PM Afternoon Tea 3:00-3:30 PM Afternoon Tea

12:30-1:30PM Lunch

Synchrotron tour
2:30-3:00PM MX3
3:00-3:30PM ing custom experiments in Python
3:30-4:00 PM Afternoon Tea
4:00-4:45 PM SCANZ Workshop
2:45-5:15 PM Blender for crystallographic figures
5:15-6:00PM Break
6:00-7:30 PM Pizza + crystallography activities

MX2 Beamline Workshop MX1 Beamline Workshop MX3 Beamline Workshop 3:30-4:45PM Autorickshaw Preparing CIFs and validation
4:45-5:00 PM Concluding remarks
5:00-6:00 PM Break
6:00-7:30 PM BBQ + Presentations




